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<210> 1 

<211- 24 

<212> PRT 

<213> Homo Sapiens 

<400> 1 

Glv Ala Gin Phe Ser Lys Thr Ala Ala Lvs Gly Glu Ala Ala Ala Glu 
1 5 10 15 



Arg Pro Gly Glu Ala Ala val Ala 
20 



<2 10> 2 
^2L1- 25 

Paae 1 



untitled. ST2 5 

<212> PRT 

<213> Homo Sapiens 



-:400> 2 

l vs Lys Lys Lys Lys Arg Phe Ser Phe Lys Lys Ser Phe Lys Leu Ser 
1' 5 10 15 

Gly Phe Ser Phe Lys Lys Asn Lys Lys 
20 25 

<:210> 3 

■:211> 1885 

-2 12 • DNA 

<2 1 3^ Homo Sapiens 

-220- 

-221:- CDS 

< 222 • (309) . . (1307) 



-400- 3 

tttattactt cttttttttt cgaactacac ttgggctcct ttttttgtgc tcgacttttc 60 

cacccttttt ccctccctcc tgtgctgctg ctttttgatc tcttcgacta aaattttttt 120 

atccggagtg tatttaatcg gttctgttct gtcctctcca ccacccccac ccccctccct 180 

ccggtgtgtg tgccgctgcc gctgttgccg ccgccgctgc tgctgctgct cgccccgtcg 240 

ttacaccaac ccgaggctct ttgtttcccc tcttggatct gttgagtttc tttgttgaag 300 

aagccagc atg ggt gcc cag ttc tec aag acc gca gcg aag gga gaa gec 350 
Met Gly Ala Gin Phe Ser Lys Thr Ala Ala Lys Gly Glu Ala 

1 5 10 

gcc gcg gag agg cct ggg gag gcg get gtg gcc teg teg cct tec aaa 398 

Ala Ala Glu Arq Pro Gly Glu Ala Ala Val Ala Ser Ser Pro Ser Lys 

15 " 20 25 30 

gcg aac gga cag gag aat ggc eac gtg aag gta aac ggc gac get teg 446 

Ala Asn Gly Gin Glu Asn Glv His val Lvs Val Asn Glv Asp Ala Ser 

3 5 J 40 4 5 

ccc gcg gee gcc gag teg ggc qee aaq qaq gag ctg cag gcc aac ggc 494 

Pro Ala Ala Ala Glu Ser Glv Ala Lvs Glu Glu Leu Gin Ala Asn Glv 

50 '55 60 
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unti tl ed . ST2 5 

age gec ccg gec gec gac aag gag gag ccc gcg gec gec ggg age ggg 542 

Ser Ala Pro Ala Ala Asp Lys Glu Glu Pro Ala Ala Ala Gly Ser Gly 

65 70 75 

gcg gcg teg ccc tec gcg gec gag aaa ggt gag ccg gec gee gee get 590 

Ala Ala Ser Pro Ser Ala Ala Glu Lys Gly Glu Pro Ala Ala Ala Ala 

80 85 90 

gee ccc gag gec ggg gee age ccg gta gag aag gag gee ccc gcg gaa 638 

Ala Pro Glu Ala Gly Ala Ser Pro val Glu Lys Glu Ala Pro Ala Glu 

95 100 105 110 

ggc gag get gec gag ccc ggc teg ccc acg gec gcg gag gga gag gee 686 

Gly Glu Ala Ala Glu Pro Gly Ser Pro Thr Ala Ala Glu Gly Glu Ala 

115 120 125 

gcg teg gec gee tec teg act tct teg ccc aag gee gag gac ggg gee 734 

Ala Ser Ala Ala Ser Ser Thr Ser Ser Pro Lys Ala Glu Asp Gly Ala 

130 135 140 

acg ccc teg ccc age aac gag ace ccg aaa aaa aaa aag aag cgc ttt 782 

Thr Pro Ser Pro Ser Asn Glu Thr Pro Lys Lys Lys Lys Lys Arg Phe 

145 150 155 

tee ttc aag aag tct ttc aag ctg age ggc ttc tec ttc aag aag aac 830 

Ser Phe Lys Lys Ser Phe Lys Leu Ser Gly Phe Ser Phe Lys Lys Asn 

160 ' 165 170 

aaq aag gag get gga gaa ggc ggt gag get gag gcg ccc get gec gaa 878 

Lys Lys Glu Ala Gly Glu Gly Gly Glu Ala Glu Ala Pro Ala Ala Glu 

17 5 " 180 18 5 L90 

ggc ggc aag gac gag gee gee ggg ggc gca get gcg gee gee gee gag 926 

Gly Glv Lys Asp Glu Ala Ala Gly Glv Ala Ala Ala Ala Ala Ala Glu 

195 200 205 

gcg ggc gcg gee tec ggg gag cag gca gcg gcg ccg ggc gag gag gca 974 

Ala Gly Ala Ala Ser Gly Glu Gin Ala Ala Ala Pro Gly Glu Glu Ala 

210 215 220 

gca gcg ggc gag gag ggg gcg gcg ggt ggc gac teg cag gag gec aag 

Ala Ala Gly Glu Glu Gly Ala Ala Gly Gly Asp Ser Gin Glu Ala Lys 



io: 



ccc cag gag gee get gtc gcg cca gag aag ccg ccc gec age gac gag 1070 

Pro Gin Glu Ala Ala val Ala Pro Glu Lys Pro Pro Ala Ser Asp Glu 

240 245 250 

ace aag gec gee gag gag ccc age aag gtg gag gag aaa aag gee gag 1118 

Thr Lys Ala Ala Glu Glu Pro Ser Lys Val Glu Glu Lys Lvs Ala Glu 

255 " 260 ' 265 270 

gaq gec ggg gec age gee gec gee tgc gag gec ccc tec gee gec ggg 1166 

Glu Ala Gly Ala Ser Ala Ala Ala Cys Glu Ala Pro Ser Ala Ala Gly 

275 ' 280 285 

ctg gtg tgc ccc egg aga gga ggc age ccc cgc gga gga gee cgc ggc 1214 

Leu val Cys Pro Arg Arg Gly Glv Ser Pro Arg Gly Glv Ala Arg Gly 

290 " 295 300 

cgc eqc age etc aat caa gee tgc gca gee ccc tea eaq gaq gee cag 1262 

Arg Arg Ser leu Asn Gin Ala Cys Ala Ala Pro Ser Gin Glu Ala Gin 
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Untitled. ST25 
305 310 315 

ccc gag tgc agt cca gaa gcc ccc cca gcg gag gcg gca gag taa 1307 
Pro Glu Cys Ser Pro Glu Ala Pro Pro Ala Glu Ala Ala Glu 



320 




325 




330 






aagagcaagc 


ttttgtgaga 


taatcgaaga 


acattttctc 


ccccgtttgt 


ttggttggag 


1367 


tggtgccagg 


tactggattt 


tggagaactt 


gtctacaacc 


agggattgat 


tttaaagatg 


142 7 


tcttttttta 


ttttactttt 


ttttaagcac 


caaattttgt 


tgtttttttt 


ttctcccctc 


1487 


cccacagatc 


ccatctcaaa 


tcattctgtt 


aaccaccatt 


ccaacaggtc 


gaggagagct 


1547 


taaacacctt 


cttcctctgg 


ccttgtttct 


cttttatttt 


ttattttttc 


gcatcagtat 


1607 


taatgttttt 


gcatactttg 


catctttatt 


caaaagtgta 


aactttcttt 


gtcaatctat 


1667 


qgacatgccc 


atatatgaag 


gagatgggtg 


ggtcaaaaag 


ggatatcaaa 


tgaagtgata 


1727 


qgggtcacaa 


tggggaaatt 


gaagtggtgc 


ataacattgc 


caaaatagtg 


tgccactaga 


1787 


aatggtgtaa 


aggctgtctt 


tttttttttt 


tttaaagaaa 


agttattacc 


atgtattttg 


1847 


tgaggcaggt 


ttacaacact 


acaactcgtg 


ccgaattc 






1885 



<210:> 4 

v211> 332 

• 7 17 > PRT 

-:213 * Homo Sapiens 

-:400> 4 

Met Gly Ala Gin Phe Ser Lys Thr Ala Ala Lys Gly Glu Ala Ala Ala 
1 5 10 15 



Glu Arg Pro Gly Glu Ala Ala val Ala Ser Ser Pro Ser Lys Ala Asn 
20 25 30 



Gly Gin Glu Asn Gly His Val Lys val Asn Glv Asp Ala ser Pro Ala 
35 40 45 



Ala Ala Glu Ser Gly Ala Lys Glu blu Leu Gin Ala Asn Gly Ser Ala 
50 5 5 60 



Pro Ala Ala Asp Lys Glu Glu Pro Ala Ala Ala Glv Ser Glv Ala Ala 
6 5 70 7 5 80 



Ser Pro Ser Ala Ala Glu Lvs Glv Glu Pro Ala Ala Ala Ala Ala Pro 

85 ' ' 90 95 



Page 4 



Unti tled.ST25 

Glu Ala Gly Ala Ser Pro Val Glu Lys Glu Ala Pro Ala Glu Gly Glu 
100 105 110 



Ala Ala Glu Pro Gly Ser Pro Thr Ala Ala Glu Gly Glu Ala Ala Ser 
115 120 125 



Ala Ala Ser Ser Thr Ser Ser Pro Lys Ala Glu Asp Gly Ala Thr Pro 
130 135 140 



Ser Pro Ser Asn Glu Thr Pro Lys Lys Lys Lys Lys Arg Phe Ser Phe 

145 150 155 ' 160 

Lys Lys Ser Phe Lys Leu Ser Gly Phe Ser Phe Lys Lys Asn Lys Lys 

165 170 ' 175 

Glu Ala Gly Glu Gly Gly Glu Ala Glu Ala Pro Ala Ala Glu Gly Gly 

180 185 190 



i_ys Asp Glu Ala Ala Gly Gly Ala Ala Ala Ala Ala Ala Glu Ala Gly 
195 200 205 



Ala Ala Ser Glv Glu Gin Ala Ala Ala Pro Gly Glu Glu Ala Ala Ala 
210 215 220 



Gly Glu Glu tjly Ala Ala Gly Gly Asp Ser Gin Glu Ala Lys Pro Gin 
225 230 235 240 



g"1u Ala Ala Val Ala Pro Glu Lys Pro Pro Ala Ser Asp gIu Thr Lys 
245 250 255 



Ala Ala gIu Glu Pro Ser Lys Val Glu Glu Lys Lys Ala blu Glu Ala 

260 265 ' 270 



Gly Ala Ser Ala Ala Ala Cys Glu Ala Pro Ser Ala Ala Gly Leu Val 

275 " 280 285 



Cys Pro Arg Arq Glv Gly Ser Pro Arg Gly eJy Ala Arg Gly Arg Arg 

290 " J 295 " 300 



Ser Leu Asn <jln Ala cys Ala Ala Pro Ser Gin Glu Ala Gin Pro Glu 
305 310 315 S20 



Cys Ser Pro Glu Ala Pro Pro Ala Glu Ala Ala Glu 
w : > 330 



<210> 5 
<211- 2589 

P a g e 5 
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:212:> DNA 

:213> Homo Sapiens 



<221> CDS 

-222- (370) . . (1368) 
<223> 



<400> 5 

caaccaggga gatttctcca ttttcctctt gtctacagtg cggctacaaa tctgggattt 60 

ttttattact tctttttttt tcgaactaca cttgggctcc tttttttgtg ctcgactttt 120 

ccaccctttt tccctccctc ctgtgctgct gctttttgat ctcttcgact aaaatttttt ISO 

tatccggagt gtatttaatc ggttctgttc tgtcctctcc accaccccca cccccctccc 240 

tccgqtgtgt gtgccgctgc cgctgttgcc gccgccgctg ctgctgctgc tcgccccgtc 300 

gttacaccaa cccgaggctc tttgtttccc ctcttggatc tgttgagttt ctttgttgaa 360 

qaagccagc atg ggt gcc cag ttc tec aag acc gca gcg aag gga gaa qcc 4 11 
Met Gly Ala Gin Phe Ser Lys Thr Ala Ala Lys Gly Glu Ala 
1 5 10 

gcc: gcg gag agg cct ggg gag gcg get gtg gcc teg teg cct tec aaa 459 
Ala Ala Glu Arg Pro Glv Glu Ala Ala Val Ala Ser Ser Pro Ser Lvs 
15 20' 25 30 

gcg aac gga cag gag aat ggc cac gtg aag gta aac ggc gac get teg 507 
Ala Asn Gly Gin Glu Asn Gly His val Lys val Asn Gly Asp Ala Ser 
35 40 45 



ece gcg gcc gcc gag teg ggc gcc aag gag gag ctg cag gcc aac ggc 
Pro Ala Ala Ala Glu Ser Glv Ala Lys Glu Glu Leu Gin Ala Asn Gly 
50 55 60 



55 5 



age gcc ccg gcc gcc gac aag gag gag ece gcg gcc gcc ggg age gga 603 

Ser Ala Pro Ala Ala Asp Lys Glu Glu Pro Ala Ala Ala Gly Ser Glv 

65 70 75 

qcq qcg teg ece tec teg gee gag aaa ggt gag ccg gcc gcc gcc get 651 

Ala Ala Ser Pro ser Ser Ala Glu Lvs Gly Glu Pro Ala Ala Ala Ala 

SO 8 5 90 

gcc ecc gag gcc ggg gcc age ccg gta gag aag gag gcc ece gcg gaa 699 

Ala Pro Glu Ala Glv Ala Ser Pro Val Glu Lvs Glu Ala Pro Ala Glu 

9 5 ' 100 105 110 

ggc gag qct qcc gag ecc ggc teg gee acq gee gcg gag gga gag gcc 747 

Glv Glu Ala Ala Glu Pro Glv Ser Ala Thr Ala Ala Glu Glv Glu Ala 

1.15 120 ' 12 5 

gcg tea ace acc tec tea act tet tea ecc aag gcc aag aac agg gee 795 
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Ala Ser Ala Ala Ser Ser Thr Ser Ser Pro Lys Ala Glu Asp Glv Ala 

L30 135 140 

acg ccc teg ccc age aac gag acc ccg aaa aaa aaa aag aag cgc ttt 843 

Thr Pro Ser Pro Ser Asn Glu Thr Pro Lys Lys Lys Lys Lys Arg Phe 

145 150 155 

tec ttc aag aag tct ttc aag ctg age gge ttc tec ttc aag aag aac 891 

Ser Phe Lvs Lys Ser Phe Lys Leu Ser Gly Phe Ser Phe Lys Lys Asn 

160 " 165 170 

aag aag gag get gqa gaa gge ggt gag get gag gcg ccc get gee gaa 939 

Lys Lys Glu Ala Gly Glu Gly Gly Glu Ala Glu Ala Pro Ala Ala Glu 

175 180 185 190 

gge gge aag gae gag gee gee gqg gge gca get gcg gee gee gee gag 987 

Gly Gly Lys Asp Glu Ala Ala Gly Gly Ala Ala Ala Ala Ala Ala Glu 

195 200 205 

gcg gge gcg gee tec ggg gag cag gca gcg gcg ccg gge gag gag gcg 1035 

Ala Gly Ala Ala Ser Gly Glu Gin Ala Ala Ala Pro Gly Glu Glu Ala 

210 215 220 

gca gcg gge gag gag ggg gcg gcg ggt gge gae ccg cag gag gec aag 1083 

Ala Ala Gly Glu Glu Gly Ala Ala Gly Gly Asp Pro Gin Glu Ala Lys 

225 230 235 

ccc cag gag gee get gtc gcg cca gag aag ccg ccc gee age gae gag 1131 

Pro Gin Glu Ala Ala val Ala Pro Glu Lys Pro Pro Ala Ser Asp Glu 

240 245 250 

acc aag gee gee gag gag ccc age aag gtg gag gag aaa aag gee gag 1179 

Thr Lys Ala Ala Glu Glu Pro Ser Lys Val Glu Glu Lys Lys Ala Glu 

255 260 265 270 

gag gec ggg gec age gee gee gee tgc gag gee ccc tec gee gee ggg 1227 

Glu Ala Gly Ala Ser Ala Ala Ala Cys Glu Ala Pro Ser Ala Ala Gly 

275 280 285 

ccc gge gcg ccc ccg gag cag gag gca gec ccc gcg gag gag ccc gcg 1275 

Pro Gly Ala Pro Pro Glu Gin Glu Ala Ala Pro Ala Glu Glu Pro Ala 

290 295 300 

1323 



13 68 



gee 


gec 


gca 


qcc 


teg 


tea 


qcc 


tgc 


gca 


qcc 


ccc 


tea 


cag 


gag 


gec 


cag 


Ala 


Al a 


Al a 


Al a 


Ser 


Ser 


Al a 


Cys 
310 


Al a 


Al a 


Pro 


Ser 


Gin 


Gl u 


Ala 


Gl n 






30 5 


















315 








ccc 


gag 


tqc 


agt 


cca 


gaa 


qcc 


ccc 


cca 


gcg 


gag 


gcg 


gca 


gag 


taa 




Pro 


Gl U 
320 


Cys 


Ser 


Pro 


Gl u 


Al a 
325 


Pro 


Pro 


Al a 


Gl u 


Al a 
330 


Ala 


Gl U 







aagagcaagc 


ttttgtgaga 


t a a t c g a a g a 


acttttctcc 


eccgt ttgt t 


tgttggagtg 


14 28 


gtgccaggta 


ctgttttgga 


g a a c 1 1 q t c t 


acaaccaggg 


attgatttta 


aagatqtctt 


14 88 


tttttatttt 


actttttttt 


a a g c a c c a a a 


ttttgttqtt 


tttttttttc 




1548 


acag atccca 


tctcaaatca 


ttctgttaac 


c a c c a 1 1 c c a 


a c a g g t c g a g 


gagagct taa 


160S 


a c a c c 1 1 c 1 1 


cctctgcctt 


q 1 1 1 c t c 1 1 1 


t a 1 1 1 1 1 1 a t 


tttttegcat 


cagtatta at 


1668 


q t tt ttgeat 


a c 1 1 1 g c a t c 


tt tatt ca aa 


a gtg taaac t 


ttctttgtca 


a t c t a tgqac 


1728 
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• 






• 






atacccatat 

H C C| ^ CI k_ LA L. 


a t naaaaaaa 

LA L. CJ LA CA Cj LA \-j LA 


taoa t oaa t c 


unti tl ed 
aaaaaggga t 


.ST2 5 

atcaaatgaa 


ataataaaaa 


1788 


f r a c a a T nan 


aaaat t aaaa 

LA LA CI LA V_ C CJ CA CI Cj 


tggt gca t aa 


cattgccaaa 


atagtgtgcc 


actagaaat g 


1848 


g t a t aaaaac 

Cf l_ CJ l_ CA LA LA C4 C4 v_ 


tgtctttttt 


ttttttttta 


aagaaaag t t 


attaccatgt 


at tttgtgag 


1908 


^-^ v_ L.\ \-A Cj \- L. C CI V— 


aacac t acaa 


q t c 1 1 gag 1 1 


aagaaggaaa 


g a g g a a a a a a 


gaaaaaacac 


1968 


caat acccag 


at t taaaaaa 


aaaaaaacga 


t cat ag t c 1 1 


aggagtt cat 


ttaaaccata 


2028 


ClQclcLCttttC 

V 1 CH V-A LA V_ L_ k_ V- ^- V_ 


ac tta t c t ca 


tg 1 1 ag ctgt 


accag t cagt 


gattaagtag 


aactacaagt 


2088 


t a t a t aaac t 

C Cj V_ C4 C CA CJ vj l l 


ttattgttta 


ttgctggt tt 


atgac c 1 1 aa 


t aaag t g t aa 


ttatgtatta 


2148 




gtttt taact 


g tgact at tg 


t at aaaaaca 


aatcttgata 


t ccagaagca 


2208 


c ' p\ t n ^ p\ n 1 t 1" 

V r CI l_ CJ LA LA L*j C C C 


acaac 1 1 1 c c 

Cj Vw LA LA. C, C C V~ 


accctgccca 


tttttgtaaa 


ac t g cag t ca 


tct tggacct 


2268 


C C CA CI CI CI V— CA 


aaat 1 1 1 aaa 


ct caac caag 


c t g t gat aag 


tggaatggtt 


actgt t tata 


2 328 


rtataatata 

v — C CJ C Cj CJ C LA C, CJ 


ttttt gat t a 


cagcagat aa 


tgctttct tt 


tccagtcgtc 


1 1 1 gagaata 


2388 


aaggaaaaaa 


aat ct t caga 


tgcaat gg t t 


t tg tgt agca 


t cttgtctat 


catgttttgt 


2448 


aaat act gga 


gaagc tt tga 


ccaat t tgac 


ttagagat gg 


aatgtaact t 


tgcttacaaa 


2508 


aattgctatt 


aaactcctgc 


ttaaggtgtt 


ctaattttct 


gtgagcacac 


taaaagcgaa 


2 568 


aaataaatgt 


gaataaaatg 


t 








2589 



-:210> 6 

-211- 332 

<:212:> PR T 

<-213> Homo Sapiens 

<400> 6 

Met Gly Ala Gin Phe Ser Lys Thr Ala Ala Lys Gly Glu Ala Ala Ala 
15 10 15 

Glu Arg Pro Gly Glu Ala Ala val Ala Ser ser Pro Ser Lys Ala Asn 
20 25 30 

Gly Gin Glu Asn Gly His val Lvs val Asn Gly Asp Ala Ser Pro Ala 
35 40 45 

Ala Ala Glu Ser Gly Ala Lvs Glu Glu Leu Gin Ala Asn Gly Ser Ala 

50 55 60 

Pro Ala Ala Asp Lvs Glu Glu Pro Ala Ala Ala Glv Ser Glv Ala Ala 
65 ^70 7 5 80 
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Ser Pro Ser Ser Ala Glu Lys Gly Glu Pro Ala Ala Ala Ala Ala Pro 
85 90 95 

Glu Ala Gly Ala Ser Pro val Glu Lys Glu Ala Pro Ala Glu Gly Glu 
100 105 110 

Ala Ala Glu Pro Gly Ser Ala Thr Ala Ala Glu Gly Glu Ala Ala Ser 

115 120 125 

Ala Ala Ser Ser Thr Ser Ser Pro Lys Ala Glu Asp Gly Ala Thr Pro 
130 135 140 



Ser Pro Ser Asn Glu Thr Pro Lys Lys Lys Lys Lys Arg Phe Ser Phe 
145 150 155 ' 160 

Lvs Lys Ser Phe Lys Leu Ser Gly Phe Ser Phe Lvs Lys Asn Lys Lys 
165 170 175 

Glu Ala Gly Glu Gly Gly Glu Ala Glu Ala Pro Ala Ala Glu Gly Gly 
180 185 190 

Lvs Asp Glu Ala Ala Gly Gly Ala Ala Ala Ala Ala Ala Glu Ala Gly 
195 200 205 



Ala Ala Ser Glv Glu Gin Ala Ala Ala Pro Gly Glu Glu Ala Ala Ala 
210 ' 215 220 



Gly Glu Glu Gly Ala Ala Gly Gly Asp Pro Gin Glu Ala Lys Pro Gin 

225 230 235 240 

Glu Ala Ala val Ala Pro Glu Lys Pro Pro Ala Ser Asp Glu Thr Lys 

245 250 255 

Ala Ala Glu Glu Pro Ser Lys Val Glu Glu Lys Lvs Ala Glu Glu Ala 

260 265 270 



Gly Ala Ser Ala Ala Ala Cys Glu Ala Pro Ser Ala Ala Gly Pro Gly 

275 280 285 



Ala Pro Pro Glu Gin Glu Ala Ala Pro Ala Glu Glu Pro Ala Ala Ala 
290 295 300 



Ala Ala Ser Ser Ala Cys Ala Ala Pro Ser Gin Glu Ala Gin Pro Glu 
305 310 315 320 



Cys Ser Pro Glu Ala Pro Pro Ala Glu Ala Ala Glu 

325 330 
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